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[ Abstract]  Objective To investigate the expression level and significance of RNA binding motif pro-
tein 8A (RBM8A) in bladder urothelial cancer. Methods The bladder cancer tissues were collected from 120
patients, para-cancerous tissues from 20 and normal bladder mucosal tissues from 10, respectively. The expres-
sion level of RBM8A in the tissues was detected by immunohistochemical staining. The relationship between the
expression of RBM8A and clinicopathological features of patients was analyzed. Results The positive rate of
RBMSA in the bladder cancer tissues was 64. 2% , significantly higher compared with 10. 0% in the para-can-
cerous tissues (P <0.001). Patients with advanced TNM stage and low degree of tumor differentiation had high
positive rate of RBM8A (both P <0.05). The tumor-free survival time in bladder urothelial cancer patients
with high positive rate of RBM8A protein was 22. 7 months, shorter than 30. 0 months in their counterparts with
negative rates of RBM8A protein. Conclusions The positive rate of RBM8A is up-regulated in patients with
bladder urothelial cancer, which is correlated with poor prognosis. It is a promising biomarker for the diagnosis
of bladder cancer.
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